Human immunodeficiency virus (HIV)-positive patients have a greater prevalence of coinfection with human papillomavirus (HPV
(HIV)-positive or HIV-negative (Hariri et al. 2011 , Martín et al. 2011 , Garbuglia et al. 2012 . However, in other regions, such as in Africa, HPV 39, HPV 52 and HPV 58 are equally prevalent in HIV-positive patients (Macleod et al. 2011 , Rahman et al. 2011 ). Despite regional differences in the distribution of viral types, HPV 16 is highly prevalent in cervical cancer patients in comparison with individuals without cancer, regardless of whether these women also have HIV (Naucler et al. 2011) .
In the southern and southeastern regions of Brazil, the overall prevalence of HPV among HIV-positive women ranges from 48-78.8% (Grinsztejn et al. 2009 , Corrêa et al. 2011 , Melgaço et al. 2011 , Araújo et al. 2012 , Luz et al. 2012 ). In the city of Rio de Janeiro, the types most frequently found have been HPV 16, HPV 53 and HPV 58 (Melgaço et al. 2011) , which suggests that there is a greater circulation of non-vaccinal viral types in Brazil. The present study had the objectives of evaluating the prevalence and identifying the risk factors of HPV infection and of describing the distribution of viral types in a cohort of HIV-positive women who were attended at three reference centres for HIV/acquired immune deficiency syndrome (AIDS) in the northeastern region of Brazil.
PATIENTS, MATERIALS AND METHODS
Study design -The patients included in this study formed part of a prospective cohort of HIV-positive women who were attended at Correia Picanço Hospital, Clinics Hospital and Integrated Health Centre Amaury de Medeiros (CISAM) between May 2007-August 2011. These three hospitals are reference centres for HIV-AIDS. The results related to the prevalence of HPV and the identification of risk factors for infection were obtained at the baseline evaluation of the cohort, whereas the data regarding the evolution of infection were obtained during the monitoring period. The study included 450 adult HIV-positive women who were attended at the gynaecology services of these three hospitals. The inclusion criteria were 18 years or older, a known HIV-positive status and agreement to participate in the study with a signed consent statement. Among these, 219 patients returned to the service at least once for follow-up.
Data-gathering and standardisation of techniques -All the women answered a questionnaire for a clinical-epidaemiological assessment and underwent colposcopy and cytological examination. The colposcopy was performed by a member of the research team and in accordance with the Rome international nomenclature for classifying colposcopic features (SBPTGIC 2003) . During the colposcopic examination, cervical scrapings were collected for cytopathological and molecular analyses using cytobrushes and then added to TE solution (10 mM Tris-HCl, 1 mM EDTA, pH 7.8). The results from the cytological tests were classified in accordance with the standards in the Brazilian guidelines for uterine cervical cancer screening (INCA 2011) . In cases in which atypia were identified by colposcopy, cervical biopsy fragments were sent (preserved in 10% formol) for histopathological analysis, taking into consideration the criteria described in the literature (Schneider & Schneider 1998) .
The cervical scraping samples were stored at -20ºC and subsequently used for molecular analyses, which included investigation of the HPV genome and, in positive cases, molecular typing.
HPV detection -Genomic DNA was extracted from the cervical samples using a proteinase K protocol. Briefly, 20 µL of proteinase K (10 mg/mL) was added to 100 µL of a cervical cell suspension in TE buffer and incubated at 65ºC for 16 h. After enzyme inactivation at 94ºC for 10 min, the DNA was purified with one volume of phenol-chloroform solution. The DNA was recovered by centrifugation at 10,000 g for 5 min and washed once with chloroform solution. Following incubation of the DNA solution with 0.7 volumes of isopropanol for 16 h at -20ºC, the DNA was recovered by centrifugation and suspended in pure water.
The DNA quality was assessed in terms of its capacity to amplify the human constitutive gene gapdh (glyceraldehyde-3-phosphate dehydrogenase) using the GAP-DHF primer (5'GTCTCCACCACCATGGAGAAGGCT) and GAPDHR primer (5' CATGCCAGTGAGCTTC-CCGTTCA) and the following conditions: 5 min at 94ºC, followed by 35 cycles of 1 min at 94ºC, 1 min at 60ºC and 1 min at 72ºC. The samples that were positive for amplification of the gapdh gene were then subjected to polymerase chain reaction (PCR) using the primers MY09 (CGTCCMARRGGAWACTGATC) and MY11 (GCMCAGGGWCATAAYAATGG), which amplify a 450-bp fragment from the L1 region of HPV, as previously described (Manos et al. 1989) . The reaction was prepared with 25 µM of each primer, 200 µM dNTP, 2.8 mM MgCl 2 and one unit of DNA polymerase in 1x buffer. The amplification conditions consisted of 5 min at 94ºC, followed by 35 cycles of 1 min at 94ºC, 40 s at 55ºC and 45 s at 72ºC. A final extension of 72ºC for 10 min was performed. All PCR reagents were purchased from Invitrogen (Carlsbad, USA). The amplified products were viewed under ultraviolet light in 2% agarose gels in TAE buffer stained with 0.5 µg/mL of ethidium bromide and photographed using a Polaroid GelCam (Minnetonka, USA) camera.
HPV typing -The PCR products that were HPVpositive were subjected to DNA sequencing in both directions, using the same primers as in the amplification stage, to characterise the viral type. This was performed using the BigDye ® protocol (Applied Biosystems, USA), as described by the manufacturer, with the ABI 3100 genetic analyser (Applied Biosystems). The chromatograms were first viewed using the Mega 5.0 software (Tamura et al. 2011) to evaluate the quality of the sequence. Samples presenting defined peaks and low background on the chromatogram were subjected to the NCBI BLASTN software (ncbi.nlm.nih.gov) to identify the HPV type.
Statistical analysis -The clinical-epidaemiological and laboratory data were entered into a database using Excel 2007 software. To assess the prevalence of HPV infection, women presenting at least one sample that had been found to be positive by PCR were considered positive. The HPV types were classified according to their phylogenetic characteristics, as previously discussed in the literature (de Villiers et al. 2004) . Age was categorised by taking a median of 35 years to enable comparisons with the findings in the literature (Garbuglia et al. 2012 ). The association with smoking was analysed by considering smokers and former smokers either together or separately in relation to non-smokers. Regarding the variable of alcohol abuse, the term "light drinker" was used to mean women whose alcohol intake over the last three months did not exceed 14 days per month and whose daily dose was limited to one glass of wine or distilled drink (250 mL) or one can of beer (350 mL); women with greater alcohol intake were categorised as "heavy drinkers". Drug users were considered individuals who were using or had used any illegal drug (smoked, sniffed or injected). The cut-off point for CD4
+ T lymphocytes in 200 cells/mm 3 was used to indicate immunosuppression in the patients. Stata 10.0 software (Stata Corp LP, USA) was used for the statistical analysis. In the univariate analysis, the odds ratio (OR) and their respective 95% confidence intervals (CI) and p-values (χ2 test and the likelihood ratio) were estimated. Associations producing a p-value < 0.05 were considered statistically significant. A pvalue < 0.25 was used as a criterion for the inclusion of variables in the multivariate analysis; to remain in the model, a p-value < 0.05 or adjusting the value of another variable OR for a value higher than 10% was utilised. The Mann-Whitney U test was used in the analysis of the medians of continuous variables groups. The kappa (k) statistic was used to measure the agreement between two consecutive analyses in the study.
Ethics -This study was approved by the Research Ethical Committee of the CISAM under the registration 0011.0.250.000-05. All women who agreed to participate in the study signed an informed consent form.
RESULTS

Identification of risk factors for HPV infection -HPV
infection was investigated among 450 HIV-positive women who were attended at three reference centres for HIV-AIDS in the state of Pernambuco (PE). Among these, 214 (47.5%) were coinfected with HPV. A total of 310 women (68.9%) filled out the research questionnaire completely. The losses are described in Figure. A univariate analysis of the association between HPV infection and socio-demographic variables, habits, characteristics associated with HPV infection and characteristics associated with HIV infection is shown in Table I . The characteristics of the women coinfected with HPV were found to be similar to those of the HIV-positive women without detectable HPV infection in relation to family income (p = 0. The HPV-positive patients predominantly presented cervical lesions (p < 0.000); however, there was no association between the presence of cervical lesions and the degree of oncogenicity (p = 0.884) (data not shown in Table I ). The presence of cervical lesions, although statistically associated with HPV infection, was not included in the multivariate model because it is not considered a risk factor for HPV infection.
In the multivariate analysis, the following factors remained in the final model: age under 35 years (p = 0.001), schooling level (p = 0.04), number of partners greater than three (p = 0.01), CD4 + T lymphocyte count < 200/mm 3 (p = 0.018), light drinking (p = 0.018) and heavy drinking (p = 0.003) (Table II) .
In an additional analysis, considering all the cytology specimens evaluated (baseline and subsequent assessments), HPV infection was found in 65.8% (54/82) of the samples with cytological alterations, whereas only 31.8% (145/521) of the samples without cytological alterations were HPV-positive. Of the 54 HPV-positive samples with cytological alterations, seven were diagnosed as atypical squamous cells of undetermined significance (ASCUS) (13%) by the cytological evaluation, two as atypical squamous cells-cannot exclude highgrade squamous intraepithelial lesion (ASC-H) (3.7%), three with the presence of HPV (5.5%), 27 as low-grade squamous intraepithelial lesion (LGSIL) (50%) and 15 as high-grade squamous intraepithelial lesion (HGSIL) (27.8%). Of the 28 HPV-negative samples with alterations by the oncotic cytological evaluation, 11 had a diagnosis of ASCUS (39.3%), one had evidence of HPV infection (3.6%), 12 were diagnosed as LGSIL (42.9%) and four were diagnosed as HGSIL (14.3%).
HPV typing -Among the 450 women studied, 214 (47.5%) were coinfected with HPV. Of these, 178 had HPV typing performed on at least one occasion. The types found most frequently were HPV 53 (14.5%), HPV 58 (13.5%), HPV 31 (10.7%), HPV 6 (9.3%), HPV 61 (8.9%) and HPV 11 (7.5%), representing 64.4% of all the cases. The types HPV 16 (3.3%) and HPV 18 (1.9%) presented low frequencies.
Among the 54 HPV-positive samples with cytological alterations, the viral type was identified in 49 (90.7%). Of the 39 samples with mild dysplasia (ASCUS, ASC-H, HPV and LGSIL), 21 (54%) were typed as presenting high-grade HPV, among which HPV 53 was the most frequent type (8 samples). Among the women with moderate dysplasia (HGSIL), high-grade HPV was also identified in 53% of the 15 samples evaluated, among which HPV 58 was the most prevalent type (3/8).
Fluxogram showing the population stratification according the performed testing and missing data. HPV: human papillomavirus.
Biopsies were performed in HPV-positive samples that presented atypia on colposcopy, among which 20 (40%) did not present any histological alteration and eight were diagnosed as HPV (16%), 12 as cervical intraepithecervical intraepithe-epithelial neoplasia (CIN) I (24%), nine as CIN II (18%) and one as CIN III (2%). The most prevalent HPV types in the biopsies were HPV 16 (in 3 CIN II cases), HPV 31 (in 3 CIN I cases) and HPV 53 (in 1 CIN I and CIN II case). The sample diagnosed with CIN III presented HPV 33.
In contrast, among the seven samples positive for HPV 16 in our study, only one was characterised as HG-SIL based on cytology and CIN II from biopsy. Of the six that were negative by cytology, three had an indication for performing a biopsy: two were histologically Evolution of HPV infection -Among the HIV-positive women who were followed-up clinically, the molecular diagnosis of HPV infection was made for two or more consecutive cervical samples in the cases of 196 women, 86 (43.8%) of whom were negative for HPV on both occasions (Table III) . Of the 76 women who were positive for HPV on the first occasion, 50 of them were negative for the other samples, showing a regression rate of 65.8%. Among the 120 women who were negative for HPV on the first occasion, 86 (71.7%) of them remained negative and 34 (28.3%) became positive. The concordance regarding HPV detection between the first and last samples was considered to be moderate (k = 0.571), in accordance with the interpretation suggested by Landis and Koch (1977) .
The persistence of HPV infection was observed in 26 women (13.4%) and it was possible to perform typing on all samples from 23 of them. Six women (26.1%) showed the same viral type and 17 (74%) presented the virus with the same degree of oncogenicity but with a different viral type.
DISCUSSION
In this study performed in HIV-positive women treated in three centres for HIV-AIDS in PE, the prevalence of HPV infection was 46.5% and the most frequent viral types were HPV 53, HPV 58, HPV 31, HPV 6, HPV 61 and HPV 11. HPV infection was associated with age less than 35 years, time elapsed since the diagnosis of HIV infection less than 24 months, number of partners higher than three, CD4 + count < 200/mm 3 and more than eight years of schooling. Regarding the evolution of HPV infection, a regression rate of 65.8% was observed, in contrast to the rate of progression of 28.3%. 
Frequency of HPV in cervical infections in HIV-positive women -
The prevalence of coinfection with HPV (47.5%) among HIV-positive women in PE was similar to what has been reported in North America and some European countries, but was lower than that found in populations in southern and southeastern Brazil (65%) ( Table IV) (Entiauspe et al. 2010 , Melgaço et al. 2011 , Araújo et al. 2012 . In this regard, the influence of the technique used for diagnosing HPV infection needs to be taken into consideration. A Spanish study showed that the prevalence of HPV coinfection among 93 women with HIV-1 infection and normal oncotic cytology was 41% using the Hybrid Capture II (HC II) method for detecting HPV, but was 63% using PCR with 16 typespecific primers (Videla et al. 2009 ). PCR with degenerate MY9/MY11 primers was used in our study and it is possible that the low prevalence of infection encountered was due to the lower sensitivity of this method in relation to methods such as nested PCR or PCR followed by hybridisation, which were used in other groups of patients (Table IV) . In the city of Rio de Janeiro, in southeastern Brazil, one study using PCR-restriction fragment length polymorphism (RFLP) methodology and another using the HC assay for HPV typing showed the same HPV 16 prevalence, but diverged with regard to the distribution of the frequency of non-HPV 16 viral types (Grinstejen et al. 2009 , Melgaço et al. 2011 . The prevalence will also be influenced by the patient selection criteria, i.e., whether they are recruited at referral services for HIV patients or at cancer treatment or gynaecological treatment centres (Naucler et al. 2011) .
The HIV-positive women were more susceptible to infection by high-risk HPV types that are known to be less prevalent, such as HPV 53 (14.4%) and HPV 58 (13.4%), than to types HPV 16 (3.3%) and HPV 18 (1.9%). HPV 16 is the type found most frequently in HIV-negative women in PE in association with the presence of CIN (Brandão et al. 2009 , Baldez et al. 2012 . Although a greater prevalence of types HPV 39, 52, 53, 56, 58 and 68 than of HPV 16 has been found among HIV-positive women in previous studies, the HPV 16 infection rate was higher than what was found in the present study (Luque et al. 2006 , Grinstejen et al. 2009 , Macleod et al. 2011 , Rahman et al. 2011 , Garbuglia et al. 2012 ). In southeastern Brazil, HIV-positive women present a notably higher frequency of infection with HPV 16 (~20%) (Grinstejen et al. 2009 , Melgaço et al. 2011 . HPV 16 was also reported to be of high prevalence in HIV-negative women in southeastern of Brazil, suggesting that the frequencies of viral types may also be related to the geographical distribution of the viral types, independent of HIV status (Nicol et al. 2013 ). However, we cannot rule out the possibility that the low frequencies of HPV 16 and HPV 18 infection in our study may have been related to the impossibility of determining the viral type in 50 of our samples. The sequencing chromatograms for these samples suggested that cervical infection due to more than one type of HPV was present and this was also confirmed by the banding pattern obtained through the PCR-RFLP protocol (data not shown). However, even considering the possibility that these 50 samples with multiple infections might have included HPV 16, the frequency of this type would still be low.
Risk factors for HPV infection -
The relationship between the presence of HPV and cervical oncotic cytological alterations with the presence of CIN has been recognised in several studies (Macleod et al. 2011 , Martín et al. 2011 , Melgaço et al. 2011 , Rahman et al. 2011 . However, there is some controversy regarding the causal relationship between epithelial alterations and HPV infection, i.e., between whether epithelial lesions are risk factors for HPV infection or whether they are a consequence of HPV infection. A cohort study among HIV-positive and HIV-negative sex workers showed that chronic infections with a high potential for epithelial damage, such as due to Neisseria gonorrhoeae and Chlamydia, are associated with the acquisition of high-risk HPV, but not with bacterial infections that produce less epithelial damage (Veldhuijzen et al. 2011) . Other authors have reported that an association between HPV infection and bacterial infections and Trichomonas (Rodriguez-Cerdeira et al. 2012) may occur regardless of any presence of cytological alterations (Watts et al. 2005) , thus acting as co-factors for the development of CIN II (Bhatla et al. 2013) . Chronic vaginal infections caused by anaerobic bacteria act as co-factors for the appearance of CIN, independent of HPV infection, through the mechanism of the loss of the natural barrier of lactobacillus, with alterations in the vaginal pH and the production of DNA adducts (Gillet et al. 2012) . The lack of information on associated bacterial infections and the small number of women with severe cytological alterations did not allow a more detailed assessment on the association between HPV infection and the presence of cytological alterations. Within this context, we considered that a tissue lesion would facilitate the access and establishment of HPV in the cervical basal layer, but would not be directly related to a greater chance of exposure and that the virus might be eliminated with resolution of the lesion through an appropriate immunological response. However, the persistence of active viral infection might lead to a progressive worsening of the tissue lesion, thus suggesting that the cytological lesion might be the cause and consequence of HPV infection. Another important point to be considered is that HIV infection might itself independently increase the risk of cytological alterations and HPV infection (Yamada et al. 2008 ). The gradual decrease in the occurrence of HPV infection in women over the age of 35 years (p = 0.001) corroborates the data in the literature (Grinsztejn et al. 2009 , Melgaço et al. 2011 , Garbuglia et al. 2012 ) and may be explained by the decreasing number of sexual partners and acquired immunity against infections (Confortini et al. 2010) .
The number of partners was also associated with HPV infection among the women studied (p = 0.009). The association between the number of partners and the occurrence of HPV infection has been reported in both HIV-negative women (Burk et al. 1996 , Bicca et al. 2013 ) and HIV-positive women (Grinsztejn et al. 2009 ) and can be explained by a greater exposure to sexually transmitted diseases (Hariri et al. 2011) .
Although a length of time since being diagnosed with HIV of less than 24 months did not remain in the multivariate model, a study conducted in the city of Rio de Janeiro among individuals with HIV diagnosed less than four years previously showed an association with HPV infection (p < 0.008) (Melgaço et al. 2011) .
In general, treatment with antiretrovirals is started when the levels of CD4 + T lymphocytes are lower than 350/mm 3 ; thus, it is possible that HIV-positive patients may present a certain degree of immunity impairment after becoming infected, but before the start of treatment, increasing their susceptibility to infection (Palefsky 2006) . The women with CD4 + T lymphocyte counts less than 200 cells/mm 3 , which characterises immunosuppression, presented an almost three times greater chance of acquiring HPV infection (p = 0.016), thus corroborating other findings in the literature (Grinsztejn et al. 2009 , Melgaço et al. 2011 , Garbuglia et al. 2012 .
The association of heavy drinking (p = 0.102) or light drinking (p = 0.184) with cervical infection due to HPV was observed with a p-value greater than 0.05 in the univariate analysis, but remained in the final model of the multivariate analysis (p = 0.003 and p = 0.018, respectively). This possibly occurred because of the association between alcohol abuse and a number of partners greater than or equal to four (chi 2 = 8.82; p = 0.012), which was also associated with HPV infection, thus suggesting that alcohol abuse may have been a confounding variable in our study. As there is no biological plausibility for alcoholism to be considered a protective factor for acquiring HPV infection, we believe that there may have been an information bias at the time of application of the questionnaire or perhaps alcoholism expresses another variable that was not considered in the study. Alcohol abuse was not shown to be associated with cervical infection due to HPV among HIV-positive (Melgaço et al. 2011 ) and HIV-negative women in southeastern Brazil (Augusto et al. 2014) .
The association between smoking and cervical cancer among HIV-positive patients has been described (Fonseca-Moutinho 2011 , Naucler et al. 2011 ). However, smoking does not appear to be involved in the acquisition of HPV infection, even though its role in the pathogenesis of the development of cervical cancer is known (Frega et al. 2006) . We found no association between smoking and HPV infection in HIV-positive women, perhaps because our study population had a low prevalence of CIN (4.6%) and cervical cancer (0.14%).
We did not observe an association between pregnancy and HPV infection in the HIV-infected patients (p = 0.357), but others have reported such an association (Meyrelles 2013 ).
There remains a controversy regarding the relationship between HPV infection and education level. In our study, the HIV-positive women with a higher educational level, i.e., with at least eight years of schooling, presented twice as much a chance of having HPV infection. However, other Brazilian studies have shown a lack of relationship between HPV infection among HIV-positive women and their educational level (Grinsztejn et al. 2009 , Melgaço et al. 2011 , Araújo et al. 2012 .
Within this context, we analysed the adherence of the HIV-positive women to the Brazilian Ministry of Health's cervical cancer prevention programme according to their educational level and found an association among these women between a higher educational level and not undergoing the Papanicolaou test (chi 2 = 4.43; p = 0.035). In addition, the women who underwent the test did so at intervals greater than one year (chi 2 = 6.45; p = 0.011). These findings may suggest that these women have a lower level of care.
Evolution of HPV infection among HIV-positive
women -Among the 196 HIV-positive women who were followed up for four years, we found a low level of persistence of HPV (13.4%) in relation to the persistence of HPV infection among HIV-negative women reported in studies conducted in Germany (56%), the Netherlands (44%) and Africa (32%) (Melsheimer et al. 2001 , Veldhuijzen et al. 2011 , Schmeink et al. 2011 . One of the explanations for this is the lower prevalence of cervical lesions in our patients (13.9%), which may have been due to their better immunological state, given that 80% of the women presented CD4 + T lymphocyte counts greater than 200 cells/mm 3 , independent of the presence of HPV co-infection. This observation corroborates another study in southeastern Brazil that showed a similar HPV prevalence (46.6%) and also a low frequency of cervical lesions (7.3%) among 178 HIV-positive women using highly active anti-retroviral therapy; the authors reported that more than 60% of the patients had CD4 + T lymphocyte counts higher than 200 cells/mm 3 (RochaBrischiliari et al. 2014) Considering only infection with a high risk HPV, a Dutch study with HIV-negative women showed that the chance of HPV persistence depends on the type and on the duration of the infection. The type-specific infection identified since baseline or at month 6 had a greater chance of persisting in the second study year compared to newly detected infections at month 12 (Schmeink et al. 2011) .
A CD4 + T lymphocyte count greater than 200/mm 3 is a factor associated with the regression of HPV infection among HIV-positive women, both for high-risk and for low-risk HPV (Louvanto et al. 2010 , Kravchenko et al. 2012 . Considering the presence of HPV in the cervical samples taken during follow-ups of our patients, the regression rate measured in terms of negative tests was 65.8% of the cases that had been positive in the first evaluation. However, the progression rate, i.e., the presence of HPV in the last sample evaluated from women who initially were negative, was only 28.3%. Once again, this reflects the patients' good immunological status. It also reflects the quality of treatment provided through the Brazilian National Health System, which offers medications free of charge for all HIV-positive patients, clinical follow-up with CD4 + T lymphocyte counts and annual cervical cytological examinations.
One limitation in our study was the loss of followup data due to the long period of observation. We partially overcame this problem by conducting a recall of all volunteer women by telephone after a six-month interval from the first consult for clinical and laboratory re-evaluation and we were able to follow up with 219 women (48.7% of all). In addition, the low prevalence of women with severe cervical lesions did not enable us to fully evaluate the association of risk factors with cervical cancer susceptibility, though more information was produced on the effect of proper anti-HIV therapy and CD4 + counting in HPV infection and cervical lesion regression. The presence of inhibitors in bloody cervical samples was initially a limitation, but we performed DNA purification on those samples prior to PCR amplification and the sample loss represented less than 2.5% of the study population (11 of 461). We were also not able to type 36 of the 214 viral isolates, representing a loss of 17% cases; furthermore, it was not possible to identify them using the PCR-RFLP strategy, suggesting an infection by multiple virus types.
In conclusion, the low prevalence of HPV-16 infection in the HIV-positive women with normal cytology and a better immune status might explain the low incidence of severe cervical lesions. Recent studies showed that the prevalence of HPV-16 ranged from 13.9-49.4% in our region (Brandão et al. 2009 , Baldez et al. 2012 . For these studies, HIV-negative women with prior HPV infection or HIV-positive pregnant women were selected and the difference between the groups precluded a direct comparison with our study. The importance of regional variability of HPV subtypes for policies toward the development of vaccines against HPV infection and cervical cancer should be a motive for future studies. It is important to know whether the range of regional variability of HPV subtypes found among HIV-positive women is a reality for the population of HIV-negative women. Despite the favourable scenario presented in this study, there is a need to clarify the effect of cervical infection due to subtypes other than HPV 16 in relation to persistence of the disease and the occurrence of CIN in HIV-positive patients. New follow-up studies with a greater number of women and less information loss may help toward a better understanding of HPV-HIV coinfection, the causes of persistence of HPV infection and infection outcomes among HIV-positive patients.
